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was launched in 
2001 with the 
objective to get 
Musa
sequenced 
within 10 years. 
It is now 
composed of 38 
institutions 
located in 24 
countries.




Musa Genome Resource Centre 
developed to conserve and 
distribute genomic resources to 
the scientific community
GCP in its phase 1 has provided an important contribution  to Musa through 
several projects. Characterization and genomic resources were significantly 
increased. Bioinformatics facilities have been set up to analyze its genome.
Genome Sequencing
Musa genome sequence 
information will be available by the 
end of 2010 ( Mixed approach 
Sanger, 454 and Solexa
technologies). Increased genomic 
resources (genetic map, 
fingerprinting, BAC ends available). 
MBP, MAS
 Cooking banana and plantain provide a staple food for over 400 million people, with great 
importance in Sub-Saharan Africa.
 Musa is grown in more than 120 countries throughout the tropics and subtropics. 85% are 
produced by small-scale farmers for home consumption or for sale in local and national markets.
 Bananas produce a harvest throughout the year, thus providing a source of energy during the 
"hungry-period" between the harvests of other crops.
 Bananas are popular with farmers because they are easy to grow and do not need to be 
replanted each season. The majority of bananas are grown in home gardens or farms of one 
hectare or less.





































































































































































































































Allows to exchange information 




Production of improved 
transgenic crops in the 
field but also as a gene 
validation tool. Gene 
expression being tested 
(e.g. for drought 
tolerance)
SNP platform 
Being put in place for global SNP 
discovery using the reference 
Musa collection as a first step
PAG Meeting
Since 2004, a 
dedicated session is 
organized each year 
at the Plant and 
Animal Genome 
International 
Conference
